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<110> APPLICANT: DeveloGen AG fUr entwicklungsbiologische Forschung 
<120> TITLE OF INVENTION: CG3842 homologous proteins involved in the regulation 
of energy homeostasis 
FILE REFERENCE: 27673PWOAS 

CURRENT APPLICATION NUMBER: US/10/506,740 
CURRENT FILING DATE: 2004-09-03 

PRIOR APPLICATION NUMBER: EP02005141.3 
PRIOR FILING DATE: 2 002-03-07 f& J 



<130> 
<140> 
<141> 

<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<400> 



NUMBER OF SEQ ID NOS : 10 
SOFTWARE: Patentln Ver. 2. 
SEQ ID NO: 1 
LENGTH: 1826 
TYPE: DNA 
ORGANISM: Human 
SEQUENCE : 1 



ENTERED 



aggactgtat gctgttctta aggactctct gcttcctgga caagctcaag ctaaggacta 



catctcccag caggctgtgc 
tcagagtcag gctgctgctc 
gccaagagct ggagccagac 
agcaaaagca acagcagcta 
ctccttcttc tcgttcctgt 
agtgtgtaga acaaatgtgc 
gggcattggc aaggagacgg 
ctgcagagat gtactgaagg gggagtctgc 
ctcccaggtg ctggtgcgga aattggacct 
tgagggcttt ctggcagagg aaaagcagct 
gatgtgtcca tattccaaga cagctgatgg 
gggccacttc ctcctcacct acctgctcct 



tctgacagct cttggattta aataggattc tgggctctgc 
agcacccagg acggagagga gcagagaagc agcagaagca 
caggaacctg agccagagct ggggttgaag ctggagcagc 
cagaagttgg aacgatgctg gtcaccttgg gactgctcac 
atatggtagc tccatccatc aggaagttct ttgctggtgg 
agcttcctgg caaggtagtg gtgatcactg gcgccaacac 
ccagagagct cgctagccga ggagcccgag tctatattgc 
tgccagtgaa atccgagtgg atacaaagaa 
atccgacacc aaatctatcc gagcctttgc 
ccatattctg atcaacaatg cgggagtaat 
ctttgaaacc cacctgggag tcaaccacct 
ggagcggcta aaggtgtctg cccctgcacg 



ggtggttaat gtgtcctcgg tggctcacca cattggcaag attcccttcc acgacctcca 
gagcgagaag cgctacagca ggggttttgc ctattgccac agcaagctgg ccaatgtgct 
ttttactcgt gagctggcca agaggctcca aggcaccggg gtcaccacct acgcagtgca 
cccaggcgtc gtccgctctg agctggtccg gcactcctcc ctgctctgcc tgctctggcg 
gctcttctcc ccctttgtca agacggcacg ggagggggcg cagaccagcc tgcactgcgc 
cctggctgag ggcctggagc ccctgagtgg caagtacttc agtgactgca agaggacctg 
ggtgtctcca agggcccgaa ataacaaaac agctgagcgc ctatggaatg tcagctgtga 
gcttctagga atccggtggg agtagctggt^K ggaagagctg cagctttatc aggcccaatc 
catgccataa tgaacaggga ccaaggagaa^ggccaaccct aaaggattgt cctcttggcc 



agctggtgct gcgaatcctg cctgctctga 
acctgacact cttgtgagac tggcttatgg 
tctctaagac ctggaaagtc agcaaacctc 
ctgggcatgg gggtggcaga agagccdgag 
aggctcagct gaggcaagaa gagcaccatc 
actcttggtt gatctctttc tttttaaaaa 



tcctcttgac ccttctggga atgtttgcac 
catgagttgt ggacacctat agagtgttct 
tgggggcagc aggactgggc agatcccagg 
aaattgggtc agttccctca tcagcaccag 
actgcctatt tctaggggct atacactcca 
tatttgccac caccctggag tctagaccaa 
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54 cacacaaaga tcctggctaa ccctggccta tttagattcc ttcctctcac ctggaccttc 1740 

55 ccatttcaat catgcagatg gtttcttttt gtaaagagtt ccgtttgcct ttcaattttt 1800 

56 agagaaaata aagactgcat tcatct 1826 

59 <210> SEQ ID NO: 2 

60 <211> LENGTH: 316 

61 <212> TYPE: PRT 

62 <213> ORGANISM: Human 
64 <400> SEQUENCE: 2 



65 


Met 


Leu 


Val 


Thr 


Leu 


Gly 


Leu 


Leu 


Thr 


Ser 


Pne 


Phe 


Ser 


Pne 


Leu 


Tyr 
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68 


Met 


Val 


Ala 


Pro 


Ser 


He 


Arg 


Lys 


Phe 


Phe 


Ala 


Gly 


Gly 


Val 


Cys 


Arg 


69 








2 0 










25 










o U 






71 


Thr 


Asn 


Val 


Gin 


Leu 


Pro 


Gly 


Lys 


Val 


Val 


Val 


He 


Thr 


Gly 


Ala 


Asn 


72 






35 
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74 


Thr 


Gly 


He 


Gly 


Lys 


Glu 


Thr 


Ala 


Arg 


Glu 


Leu 


Ala 


Ser 


Arg 


Gly 


Ala 


75 




50 










55 










60 










77 


Arg 


Val 


Tyr 


He 


Ala 


Cys 


Arg 


Asp 


Val 


Leu 


Lys 


Gly 


Glu 


Ser 


Ala 


Ala 


78 


65 










70 










75 










80 


80 


Ser 


Glu 


He 


Arg 


Val 


Asp 


Thr 


Lys 


Asn 


Ser 


Gin 


Val 


Leu 


Val 


Arg 


Lys 


81 










85 










90 










95 




83 


Leu 


Asp 


Leu 


Ser 


Asp 


Thr 


Lys 


Ser 


He 


Arg 


Ala 


Phe 


Ala 


Glu 


Gly 


Phe 


84 








100 










105 










110 






86 


Leu 


Ala 


Glu 


Glu 


Lys 


Gin 


Leu 


His 


He 


Leu 


He 


Asn 


Asn 


Ala 


Gly 


Val 


87 






115 










120 










125 








89 


Met 


Met 


Cys 


Pro 


Tyr 


Ser 


Lys 


Thr 


Ala 


Asp 


Gly 


Phe 


Glu 


Thr 


His 


Leu 


90 




130 










135 










140 










92 


Gly 


Val 


Asn 


His 


Leu 


Gly 


His 


Phe 


Leu 


Leu 


Thr 


Tyr 


Leu 


Leu 


Leu 


Glu 


93 


145 










150 










155 










160 


95 


Arg 


Leu 


Lys 


Val 


Ser 


Ala 


Pro 


Ala 


Arg 


Val 


Val 


Asn 


Val 


Ser 


Ser 


Val 
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His 
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Gly 
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He 
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His 
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Lys 
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Thr 


Arg 
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Leu 


Ala Lys Arg 


Leu 


Gin 


Gly 


Thr 


Gly 


Val 


Thr 
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215 
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Thr 


Tyr 


Ala 


Val 


His 
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Gly Val Val 


Arg 


Ser 


Glu 


Leu 


Val 


Arg 


His 


108 


225 










230 






235 










240 


110 


Ser 


Ser 


Leu 


Leu 


Cys 


Leu 


Leu Trp Arg 


Leu 


Phe 


Ser 


Pro 


Phe 


Val 


Lys 


111 










245 






250 










255 




113 


Thr 


Ala 


Arg 


Glu 


Gly 


Ala 


Gin Thr Ser 


Leu 


His 


Cys 


Ala 


Leu 


Ala 


Glu 


114 








260 






265 










270 






116 


Gly 


Leu 


Glu 


Pro 


Leu 


Ser 


Gly Lys Tyr 


Phe 


Ser 


Asp 


Cys 


Lys 


Arg 


Thr 


117 






275 








280 








285 








119 


Trp 


Val 


Ser 


Pro 


Arg 


Ala 


Arg Asn Asn 


Lys 


Thr 


Ala 


Glu 


Arg 


Leu 


Trp 


120 




290 










295 






300 










122 


Asn 


Val 


Ser 


Cys 


Glu 


Leu 


Leu Gly He 


Arg 


Trp 


Glu 










123 


305 










310 






315 













127 <210> SEQ ID NO: 3 
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128 <211> LENGTH: 2538 

12 9 <212> TYPE: DNA 

130 <213> ORGANISM: Human 

132 <400> SEQUENCE: 3 

133 gctggagcat cccgctctgg tgccgctgca gccggcagag atggttgagc tcatgttccc 60 

134 gctgttgctc ctccttctgc ccttccttct gtatatggct gcgccccaaa tcaggaaaat 120 

13 5 gctgtccagt ggggtgtgta catcaactgt tcagcttcct gggaaagtag ttgtggtcac 180 

136 aggagctaat acaggtatcg ggaaggagac agccaaagag ctggctcaga gaggagctcg 240 

137 agtatattta gcttgccggg atgtggaaaa gggggaattg gtggccaaag agatccagac 3 00 
13 8 cacgacaggg aaccagcagg tgttggtgcg gaaactggac ctgtctgata ctaagtctat 360 
13 9 tcgagctttt gctaagggct tcttagctga ggaaaagcac ctccacgttt tgatcaacaa 42 0 

140 tgcaggagtg atgatgtgtc cgtactcgaa gacagcagat ggctttgaga tgcacatagg 480 

141 agtcaaccac ttgggtcact tcctcctaac ccatctgctg ctagagaaac taaaggaatc 540 

142 agccccatca aggatagtaa atgtgtcttc cctcgcacat cacctgggaa ggatccactt 600 

143 ccataacctg cagggcgaga aattctacaa tgcaggcctg gcctactgtc acagcaagct 660 

144 agccaacatc ctcttcaccc aggaactggc ccggagacta aaaggctctg gcgttacgac 720 

145 gtattctgta caccctggca cagtccaatc tgaactggtt cggcactcat ctttcatgag 780 

146 atggatgtgg tggcttttct cctttttcat caagactcct cagcagggag cccagaccag 840 

147 cctgcactgt gccttaacag aaggtcttga gattctaagt gggaatcatt tcagtgactg 900 

148 tcatgtggca tgggtgtctg tccaagctcg taatgagact atagcaaggc ggctgtggga 960 

149 cgtcagttgt gacctgctgg gcctcccaat agactaacag gcagtgccag ttggacccaa 1020 

150 gagaagactg cagcagacta cacagtactt cttgtcaaaa tgattctcct tcaaggtttt 1080 

151 caaaaccttt agcacaaaga gagcaaaacc ttccagcctt gcctgcttgg tgtccagtta 1140 

152 aaactcagtg tactgccaga ttcgtctaaa tgtctgtcat gtccagattt actttgcttc 1200 

153 tgttactgcc agagttacta gagatatcat aataggataa gaagaccctc atatgacctg 1260 

154 cacagctcat tttccttctg aaagaaacta ctacctagga gaatctaagc tatagcaggg 132 0 

155 atgatttatg caaatttgaa ctagcttctt tgttcacaat tcagttcctc ccaaccaacc 1380 

156 agtcttcact tcaagagggc cacactgcaa cctcagctta acatgaataa caaagactgg 1440 

157 ctcaggagca gggcttgccc aggcatggtg gatcaccgga ggtcagtagt tcaagaccag 1500 

158 cctggccaac atggtgaaac cccacctcta ctaaaaattg tgtatatctt tgtgtgtctt 1560 

159 cctgtttatg tgtgccaagg gagtattttc acaaagttca aaacagccac aataatcaga 1620 

160 gatggagcaa accagtgcca tccagtcttt atgcaaatga aatgctgcaa agggaagcag 1680 

161 attctgtata tgttggtaac tacccaccaa gagcacatgg gtagcaggga agaagtaaaa 1740 

162 aaagagaagg agaatactgg aagataatgc acaaaatgaa gggactagtt aaggattaac 1800 

163 tagcccttta aggattaact agttaaggat taatagcaaa agatattaaa tatgctaaca 1860 

164 tagctatgga ggaattgagg gcaagcaccc aggactgatg aggtcttaac aaaaaccagt 1920 

165 gtggcaaaaa aaaaaaaaaa aaaaaaaaaa aaaaatccta aaaacaaaca aacaaaaaaa 1980 

166 acaattcttc attcagaaaa attatcttag ggactgatat tggtaattat ggtcaattta 2040 

167 ataatatttt ggggcatttc cttacattgt cttgacaaga ttaaaatgtc tgtgccaaaa 2100 

168 ttttgtattt tatttggaga cttcttatca aaagtaatgc tgccaaagga agtctaagga 2160 

169 attagtagtg ttcccatcac ttgtttggag tgtgctattc taaaagattt tgatttcctg 2220 

170 gaatgacaat tatattttaa ctttggtggg ggaaagagtt ataggaccac agtcttcact 2280 

171 tctgatactt gtaaattaat cttttattgc acttgttttg accattaagc tatatgttta 2340 

172 gaaatggtca ttttacggaa aaattagaaa aattctgata atagtgcaga ataaatgaat 2400 

173 taatgtttta cttaatttat attgaactgt caatgacaaa taaaaattct ttttgattat 2460 

174 tttttgtttt catttaccag aataaaaact aagaattaaa agtttgatta cagtcaaaaa 2520 

175 aaaaaaaaaa aaaaaaaa 2538 

178 <210> SEQ ID NO: 4 

179 <211> LENGTH: 318 
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i fin 


<212> TYPE: 


PRT 


























<213> ORGANISM: 


Human 




















1 Q 1 


<400> SEQUENCE: 


4 
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lo4 


Mot- \7a 1 


\j x U. 


Lie U. 


l Y ltr U 


ir I it; 


Pro 


Leu 


Leu 


Leu 


Leu 


Leu 
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Pro 


file JjcU 


1 QC 

lOO 


X 
















j. u 












TOT 

187 




rlct 




nid 


rX O 


pi _ 
bin 


lie 


Arg 


Lys 


Met 


Leu 


Ser 


Ser 


pi t, \7-j n 
oJ.y val 


TOO 

loo 






Z u 










2 D 










~> u 




190 


Cys Thr 


Ser 


inr 


Val 


G±n 


Leu 


Pro 


P 1 * r 

Gly 


Lys 


vai 


vai 


vai 
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T"pV-> ~y nl 
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TOT 
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ft o 






193 


Ala Asn 




Giy 


lie 


Giy 


T ■« m 

Lys 


p 1 * T 

GlU 


Thr 


TV "1 

Aia 


Lys 


GlU 


Leu 


Aia 


Gin Arg 


194 


50 










55 










bU 








196 


pi,, Til a 

Giy Aid 


Arg 


Val 


Tyr 


Leu 


Ala 


Cys 


Arg 


ASp 


vai 


GlU 


Lys 


Giy 


Glu Leu 


197 


65 








*7 n 
/ u 










/o 








Q A 


199 


Vai Ala 


Lys 


GlU 


lie 


Gin 


Thr 


Thr 


Thr 


Gly 


Asn 


pt 

Gin 


p n _ 

Gin 


val 


Leu vai 


200 








ft c: 
O O 










Q A 










y o 


202 


Arg Lys 


Leu 


Asp 


Leu 


Ser 


Asp 


Thr 


Lys 


Ser 


lie 


Arg 


TV T 

Aia 


pne 


Ala Lys 


203 






100 










i a c 
lUo 










11U 




205 


Gly Phe 


Leu 


Ala 


GlU 


GlU 


Lys 


His 


Leu 


His 


Val 


Leu 


Tl - 

He 


Asn 


Asn' Ala 


206 




115 










1 O A 
±2 0 










T O C 

Izo 






208 


Giy vai 


Mec 


Met. 


Cys 


Pro 


Tyr 


Ser 


Lys 


Thr 


Ala 


Asp 


Gly 


Pne 


GlU Met 


209 


130 










135 










T A A 
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211 


T T ' _ Tl « 

His lie 


Giy 


vai 


Asn 


HIS 


Leu 


Gly 


His 


Pne 


Leu 


Leu 


Tnr 


TT A 1-1 

HIS 


Leu Leu 


212 


145 








IbU 










ICC 

loo 








lb U 


214 


Leu Glu 


Lys 


Leu 


Lys 


ni 
GlU 


Ser 


Ala 


Pro 


Ser 


Arg 


He 


Val 


Asn 


Val Ser 


215 








loo 










170 










1 /o 


217 


Ser Leu 


Ala 

Ala 


rllS 


TT -i — 

rllS 


Leu 


Gly 


Arg 


Tl - 

lie 


His 


Pne 


HIS 


TV 

Asn 


Leu 


Gin Giy 


218 






T Q A 

loU 










185 










1 Q A 

i y u 




220 


Glu Lys 


Fiie 


Tyr 


Asn 


Aia 


Gly 


Leu 


T\ "1 — 

Ala 


Tyr 


Cys 


His 


Ser 


Lys 


Leu Ala 


221 




iyo 










o a a 
ZUU 










one 






223 


Asn lie 


Leu 


Phe 


inr 


uin 


P T 1 1 

GlU 


T ^ i * 

Leu 


Ala 


TV 

Arg 


Arg 


Leu 


Lys 


Giy 


ber Giy 
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Z lo 










Ton 








226 


Val Thr 


Thr 


Tyr 


Ser 


Val 


HIS 


Pro 


P 1 * w 

Gly 


Thr 


TT_ "I 

vai 


Pi — 

Gin 


Ser 


nl 
GlU 


lieu vai 


227 


225 


















2 j o 








Z ft u 


ion 
229 


Arg His 


Ser 


Ser 


Phe 


Met 


Arg 


Trp 




Trp 


Trp 


Leu 


rfle 


Ser 


rile irilc 


O ~i A 

230 








245 










OCA 










O R 
ZOO 


262 


lie Lys 


Thr 


Pro 


Gin 


Gin 


Gly 


Ala 


Gin 


TVir* 
1 ilX 


OCX 


Leu 


nib 


Gys 




233 






260 










265 










Z / V 




<S J J 


Thr Glu 


Gly 


Leu 


Glu 


He 


Leu 


Ser 


Gly 


Asn 


His 


Phe 


Ser 


Asp 


Cys His 


236 




275 










280 










285 






238 


Val Ala 


Trp 


Val 


Ser 


Val 


Gin 


Ala 


Arg 


Asn 


Glu 


Thr 


He 


Ala 


Arg Arg 


239 


290 










295 










300 








241 


Leu Trp 


Asp 


Val 


Ser 


Cys 


Asp 


Leu 


Leu 


Gly 


Leu 


Pro 


He 


Asp 




242 


305 








310 










315 










246 


<210> SEQ ID NO 


: 5 






















247 


<211> LENGTH: 17 






















248 


<212> TYPE: 


DNA 
























249 


<213> ORGANISM: 


Artificial Sequence 














251 


<220> FEATURE: 
























252 


<223> OTHER 


INFORMATION 


: Description of 


Artificial Sequence: fo: 



forward primer 
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254 <400> SEQUENCE: 5 

255 caagggcccg gaacaag 17 

258 <210> SEQ ID NO: 6 

259 <211> LENGTH: 21 

260 <212> TYPE: DNA 

261 <213> ORGANISM: Artificial Sequence 

263 <220> FEATURE: 

264 <223> OTHER INFORMATION: Description of Artificial Sequence: reverse primer 

266 <400> SEQUENCE: 6 

267 tggattccta gaagctcgca g 21 

270 <210> SEQ ID NO: 7 

271 <211> LENGTH: 26 
2 72 <212> TYPE: DNA 

273 <213> ORGANISM: Artificial Sequence 

275 <220> FEATURE: 

276 <223> OTHER INFORMATION: Description of Artificial Sequence: taqman probe 

278 <400> SEQUENCE: 7 

279 aacagctgag cgattgtgga acgtca 26 

282 <210> SEQ ID NO: 8 

283 <211> LENGTH: 24 

284 <212> TYPE: DNA 

285 <213> ORGANISM: Artificial Sequence 

287 <220> FEATURE: 

288 <223> OTHER INFORMATION: Description of Artificial Sequence: forward primer 
2 90 <400> SEQUENCE: 8 

2 91 aatccaggac tacatttccc agag 24 

294 <210> SEQ ID NO: 9 

295 <211> LENGTH: 20 
2 96 <212> TYPE: DNA 

297 <213> ORGANISM: Artificial Sequence 

299 <220> FEATURE: 

300 <223> OTHER INFORMATION: Description of Artificial Sequence: reverse primer 

302 <400> SEQUENCE: 9 

303 cctagacaca ccccggttca 20 

306 <210> SEQ ID NO: 10 

307 <211> LENGTH: 22 

308 <212> TYPE: DNA 

309 <213> ORGANISM: Artificial Sequence 

311 <220> FEATURE: 

312 <223> OTHER INFORMATION: Description of Artificial Sequence: taqman probe 

314 <400> SEQUENCE: 10 

315 ctttgctccc tggcggttgc ag 22 
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